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Received: 215t January 2024 The current study aims to discover and compare gene expression levels
Accepted: 11" March 2024 of the (Motility) of (proteus mirabilis) bacteria which isolated from

urinary tract infections and proteus mirabilis bacteria which isolated
from burn infections and wounds by using the modern real-time PCR
method. 16 isolates of Proteus mirabilis bacteria collected. There were
8 isolates of urinary tract infections and 8 isolates of burn and wound
infections during 1-2-2023 to 1-6-2023 from Tikrit Hospital and
outpatient clinics in Tikrit, these Isolates diagnosed based on
microscopic examination and biochemical tests and confirmed by using
strips API 20E System, and by using the Vitek-2 system, it become clear
that all the isolates belong to p.mirabilis type, while all the 16 isolates
of p.mirabifis have the ability to motility. The research results showed
that the gene expression level of motility of p.mirabilis  bacteria
isolates that causes urinary tract infections is higher than the level of
gene expression of motility of p.mirabilis bacteria that cause infection
of burns and wounds.
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